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Capitulo 1. Las Bacterias PGPR.
Principales mecanismos de Promocién de crecimiento vegetal
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Capitulo 2. Relacion filogenética de PGPRs
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Materiales y métodos

Firmicutes a Proteobacteria

B Proteobacteria

y Proteobacteria

Gram + Alto [G+C]

15

34

4

36

11

Cepa nifH nifD nifk ipdC/ppdC acdS nirK budC Autor
Acinetobacter baumannii ABNIH24 + Snitkin,E.S.
Acinetobacter gyllenbergii MTCC 11365 + Singh,N.K.
Acinetobacter pittii + + Brasiliense,D.M.
Acinetobacter pittii PHEA-2 + Zhan,Y.
Acinetobacter sp. P7-29 Arshad,M.
Acinetobacter sp. P8-1 Arshad,M.
Acinetobacter sp. P8-9 Arshad,M.
Agrobacterium rhizogenes + + Xiang,T.
Agrobacterium sp. Jha,B.
Agrobacterium sp. P7-7 Arshad,M.
Agrobacterium sp. SUL3 + .t ar Jones,K.J.
Agrobacterium tumefaciens + C : N at l On a] + :z;z:;on,A.T.
Arthobacter sp. PAMC 25486 e + Center for Jung,J.-H.
Arthrobacter alpinus 3 + See-Too,W.S.
Arthrobacter crystallopoietes BAB-32 - ) B & h l gy Joshi,M.N.
Arthrobacter sp. CCBAU 10948 + l Otec no 0 Luo,W.
Arthrobacter sp. ERGS1:01 NCB I I n fO l‘m at i 01’1 Kumar,R.
Arthrobacter subterraneus + Varghese,N.
Azoarcus sp. KH32C + + + + Nishizawa,T.
Azoarcus sp. PA01] + Junghare,M.
Azoarcus toluclasticus + NP*
Azoarcus tolulyticus + + + Varghese,N.
Azospirillum brasilense + + NP*
Azospirillum brasilense Sp245 + + + Pothier,J.F.
Azospirillum lipoferum + ar NP*
Azospirillum lipoferum 4B + + + + \[I)\CZ?;_eWSki-
Azospirillum sp. B510 + + + + Kaneko,T.
Azotobacter chroococcum NCIMB 8003 + + + Robson,R.L.
Azotobacter vinelandii DJ + + + Setubal,J.C.
Bacillus cereus + + + Hall,Neil.
Bacillus mycoides + Bleich,R.M.
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The Protein database is a collection of sequences from several sources, including translations from annotated coding
regions in GenBank, RefSeq and TPA, as well as records from SwissProt, PIR, PRF, and PDB. Protein sequences are
the fundamental determinants of biological structure and function.
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1--—— . . ~ | 7 Global Environment ~
2 title: "semanaldbpic
3 author: "miguel Garcia Hidalgo"
4 date: "14 de diciembre de 2017"
5 output: html_document
6 -—-
8~ """ {r setup, include=FALSE} »
9 knitr::opts_chunkiset(echo = TRUE)
op et

11 .
12+ "~ °{r,eval=FALSE, warning=FALSE} 4 C Natlonal

13 rm(list = 1s())

14
15 reguire(ape) Center fOr
16 Tlibrary(rentrez) .
7 Tlibrary(msa)
18 'HhraryEseq'inr) ) BlOtCChnOlOgy
19 Tlibrary(tools) .
o Emeeme NCBI Information
21 library(DECIPHER)
Iz oo
23 Files Plots Packages Help Viewer =0
24
25+ " °{r,eval=FALSE} > | Bxport ~

26 nombres<-read.x1sx("Tablas/nombres_completo2.x1sx", sheetIndex = 1, stringsAsFactors=FALSE)
7 head(nombres)

- ape
Conere Especie Acceso Prot N bioconductor

1 Acinetobacter baumannii ABNIH24 EMU51055.1 ACC deaminase 1
2 Acinetobacter gyllenbergii MTCC 11365 EPH33337.1 ACC deaminase deCIpher
3 Acinetobacter pittii ODMO1520.1 ACC deaminase
4 Acinetobacter pittii AMX20289.1 Pyruvate Decarboxylase msa
5 Acinetobacter pittii PHEA-2 ADY81651.1 Diacetyl Reductase H
6 Acinetobacter sp. P7-29 SCQ83764.1 Fe Prot Seqlnr
& ro 50f19 co
S e rentrez
29
30~ " {r} 3

31 tabla<-nombres[,c(1:2,5)]

32 genes<-unique(nombresicen)

33 tablaScontr2<-paste(tablaiGenero, tablalEspecie, sep-

34 tabla2<-data.frame(matrix(nrow = length(unique(paste(tablalcenero, tablaSespecie, sep=" ")))),
row.names = unique(paste(tablalGenero, tablaSespecie, sep=" ")))

36+ for(i in 1l:nrow(tabla)){
7~ for(j in genes){
38~ if(tabla[i,3]= =

541 | (Top Level) + R Markdown *

Console S0
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Resultados

Presencia por gen de estudio
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Capitulo 3. Estudio combinado de las relaciones entre mecanismos promotores del
crecimiento vegetal, diversidad de PGPRs y cultivos

Materiales y métodos

Arroz | Maiz Gajli(:::zo Alcachofa | Brassica | Algodon | Trigo | Cebada | Tomate | Cacahuete | Soja
Alfaproteobacteria 5 13 27 0 0 3 0 4 4 0 8
Betaproteobacteria 4 0 0 0 0 0 0 0 0 0 0
Gammaproteobacteria 7 10 9 0 7 2 9 0 0 7 12
Gram+alto [G+C] 0 0 0 0 0 0 0 0 0 0 0
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70%
60%
50%
40%
30%

20%
10% I I
0%

Poaceae Fabaceae Brassicaceae Malvaceae Solanaceae
Alfaproteobacteria Betaproteobacteria Gammaproteobacteria
H Firmicutes Gram+alto [G+C]

De Souza;Vessey 2003; Ahemad 2014; Pérez-Montafio 2014 y Nadeem 2014
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